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Figure S1. Gene set enrichment analysis (GSEA) of characterized events in ferroptosis
and cuproptosis. (A) GSEA of glutathione redox reactions showed that glutathione was
over depleted in PLC cells after curcumin treatment. (B) GSEA of reactive oxygen
species showed that the level of reactive oxygen species was elevated in PLC cells after
curcumin treatment. (C) GSEA of protein lipoylation showed that the level of
lipoylation was inhibited in KMCH cells after curcumin treatment. (D) GSEA of
mitochondrial electron transport chain showed that the pathway was suppressed in
KMCH cells after curcumin treatment.



